SEQUENCE LISTING 



110 > HINCHEY, BRENDAN 
SONG, HEE-SOOK 

<120> MAIZE CYTOPLASMIC GLUTAMINE SYNTHETASE PROMOTER 
COMPOSITIONS AND METHODS FOR USE THEREOF 

<130> DEKM:177US 

<140> UNKNOWN 
<141> 2001-11-20 

<160> 18 

<170> Patentln Ver . 2.1 

<210> 1 
<211> 20 
<212> DNA 
<213> Maize 

<400> 1 

tcatcaacag gtccggacag 



<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 2 

ggaaggggca gaacatactg 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 3 

aggtcggaga gcagagccat 



<210> 4 
<211> 20 
<212> DNA 

1 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 4 

gagccgatcc cgagcaacaa 



<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 5 

cgaaagcaca cacggatcaa 



<210> 6 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 6 

cagcgtgcat atatctgttg cc 



<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 7 

actgttgcac agttctacat ac 



<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 8 

ttctctgtat cctgtggtct c 



<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 9 

gttctctgta tcctgtggtc tc 
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20 
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DNA 
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Artificial Sequence 




<220> 
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r„ ctgtggtctc atgtcgcttg 20 
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Q <211> 22 

S <212> DNA 

Mi <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 11 

gcctttttga cttttgcccc tg 22 



<210> 12 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 



3 



<400> 12 

aataccgtaa gaatgaccgg ac 



<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 13 

gggaccgaca tggtttttta 



<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 14 

tattagcata tgttccatca 



<210> 15 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 15 

cgggattgag caggagtaca 

<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 16 

tcgacatcag tggcatcaac 



<210> 17 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 17 

gaggccactt ggtgtccttc 20 



<210> 18 
<211> 2547 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 18 

ccatggtccg taccttcccc tgcctgcacg aaatgaaccg acctgttgcg tacagacatt 60 

tcgtcgaaat ggttcttctt acgctgagcc tgtgtaaatc caggttcggg attgagcagg 12 0 

agtacaccct tctccagaag gacaccaagt ggcctctcgg ttggccgctg ggcggctacc 180 

ctggccctca ggtagattag atggatctgc gtgcctccag gctccagcca tatcgatggc 24 0 

tttgatcagc tgacggaatg atcctggcag ggaccttact actgcgccgt cggagcggac 300 

aagtcctacg ggcgggacat cgtggacgcg cactacaagg cctgcctcta cgccggcatc 360 

gacatcagtg gcatcaacgg ggaggtcatg ccggggcagg tacagcgtgc tgctctagct 420 

accttgtctt taactgcaca ctgcactctg cacactgcac agctagtagt atgctgctat 480 

ctctgctgac ccaggcttgt tcgtggacag tgggagttcc aggtcggccc tgccgtcggc 540 

gtctcggccg gcgacagctt gggtgggctc gctacattct tgaggaaaac ggtagacctg 600 

ccccctgccg gctgtgttcg gttcttcttc cgccgagaca tggcgtgctt tggcaacttt 660 

gccgtgtcag tgtgttttgc tgatgagacg tgtcctttcc ctgtgactgg cagaggatac 72 0 

cgagatcgcc ggcgtggttg tcttcttcga ccccaaccaa ttcggtgacc attcgctacc 780 

aaacattttg ggttttgata tgtgggttct ctgtatcctg tggtctcatg tcgtttggat 840 

ctgtgcatgc gtgtgactgc agtgcgctgt gccgcggtcg ttccttgtgt ggtcggagtt 900 

cgttcctcgg tgacacacac caccaccggc cagccacaaa cgtgtagcct cgcccggtcg 960 

gaatccggca agtgtccaag gcaaggcttc aacggatgcc gatgcttcgg cggcggcggg 1020 

agagcttggc gggagcgact cgtcatgcgg atcggatacg gacggttgga tcggagatcg 1080 

gagcgccttt ttgacttttg cccctgtcat actcatgctg taccgtgctg gcgtgctcca 1140 

tgatattatt attgtttgta aattgcaaaa ttctgtatgt aaataaaata aaataaaatg 1200 

aagtagtatc agaatgatcg gacgtcgaaa ataccgtaag aatgaccgga cgtcgcgcag 12 60 

gtgcagtgca gtttaaactt gaaaataccg ttaggcttgg cctcgttatt agagagctca 1320 

cgtaaacata tctctctatc tctactacta ttgattaata ttctactact attaattaaa 1380 

tatacaagtt tctcccttca tacatggttt ccctctccaa gcgcgctttt ccacttgtga 1440 

aaaatgacaa ctgcaccact tgtctattta tactatataa aggataaata ctacaaaaaa 1500 

tatacaatac atccattccg attttataat tcgtatcaat ttttcaccaa gtttgatcga 1560 

ctcgccttat tttaaacttg tacgaaaaat aaaaattaaa actcatactt aaaatatatc 1620 

atgtgctaaa taatattaca gtaaaatata aaaataatta taattttttt tgaataagac 1680 

gagccaatta aaacttgaac tataaaaaag tcaaatgaat tatagattaa aattgatgga 1740 

acatatgcta ataattttaa aatataaaaa accatgtcgg tcccgccccg acactattgg 1800 

tcgagaagat agcccagaca tgcacgggtt cactttaaat cgtattgagt caaaccgtga 1860 



5 





aattattaaa tgggccgtgt cttaggctgg atataggctc atttggttat ctatagccta 1920 
ttacattctc cttcaccgtc cttaatcctt aatctcgcga gcgtgaaaaa aagcgagaga 1980 
gaaaacttca tcttgtctga tctcacacca catatcccat tcgcgctcaa ccaactgatc 204 0 
tagaagttta gatcttgttt aaataaccag cttatttgaa cgatgtctac ttatatagta 2100 
tgtagaaact gtgcaagcag tgcacgagca actagatagt taagaaataa atacagatag 2160 
ataagagata gataagcaac agatatatgt attaggatat agataggcaa cagatatatg 2220 
cacgctggca agagatagat atagatatag gcacagatag agagaaaata aatagcagat 22 80 
aatatattaa tatagagata gatatattct caccacaatc actacagtac aacattcacg 234 0 
agtgaccgcg gatgcagtcg agaggacaac cgtaccacgg cgccttgcag aacactttcc 2400 
aagcccagag ccactacacc aaccactctc gggctctgct ctatttatgg aggagcagcc 2460 
agctacaggc tacagccgtg gcgaaagcac acacggatca atcacactca ctcgcggcca 252 0 
ttgtcctgct cgtgcgtgct ctgcctt 2547 
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